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[Abstract] Objective To investigate the effect of electroacupuncture on the expression phase of endometrial
homologous box gene A10 (HOXA10) in mice with controlled ovarian hyperstimulation (COH) and explore
the mechanism of action by which electroacupuncture increases the clinical pregnancy rate after in vitro
fertilization-embryo transfer (IVF-ET). Method Of a total of 150 female and 80 male mice, 50 female mice
constituted a natural cycle group and the remaining 100 female mice were used to make the COH models and
randomized to a COH group (50 mice) and an electroacupuncture group (50 mice). According to the days of pregnancy,
each group was again divided into 5 subgroups, D2, D3, D4, D5 and D6, 10 mice in each subgroup. In the D6 subgroup
of mice, the uterus was taken to observe the average number of embryo implantation sites. In the D2, D3, D4 and D5
subgroups of mice, the endometrium was taken and the expressions of HOXA 10, integrin avf3, and leukemia inhibitory
factor (LIF) protein and mRNA were determined by Western blot and RT-PCR. Result The pregnancy rate was
lower in the COH group than that in the natural cycle group. The expression peaks of endometrial HOXAT10, integrin
avP3 and LIF shifted forward in the COH group compared with the natural cycle group and were higher in the D3
subgroup than in the D2, D4 and D5 subgroups (P<<0.05, P<<0.01). After electroacupuncture treatment, the expression
peaks of HOXA10, integrin avB3 and LIF returned to the fourth day of pregnancy and delayed compared with the
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COH group, and the clinical pregnancy rate had an increasing trend. Conclusions Electroacupuncture regulates the

expression phase of endometrial HOXA10 and restores the normal implantation window period, which is one of

the mechanisms of action of electroacupuncture for increasing the clinical pregnancy rate after IVF-ET.
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