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Study of acupuncture’s mechanism in treating Parkinson’s disease based on bioinformatics and network
topology strategies LI Weixin', WANG Xinyu?, XIAO Qiwei', SU Chenchen', DU Lin*, YAO Zihan®, SUN Huapeng?,
FANG Yigong'. 1.Institute of Acupuncture and Moxibustion, China Academy of Chinese Medical Sciences, Beijing
100700, China; 2.Dongzhimen Hospital, Beijing University of Chinese Medicine, Beijing 100700, China

[Abstract] Objective To discuss the mechanism of acupuncture in treating Parkinson’s disease (PD) using
bioinformatics and network topology strategies. Method Six databases, including Chinese National Knowledge
Infrastructure (CNKI) and Pubmed, were systematically searched for PD-related articles published during the past 10
years to collect typical active ingredients. STITCH and Swiss Target Prediction databases were used to obtain relevant
targets. The STRING database and Cytoscape software were used to develop the protein-protein interaction (PPI)
network based on the common ground between the effective ingredient targets and disease targets. GO and KEGG
enrichment analyses of the core targets were conducted on the Metascape platform. Result Four active ingredients
that altered after acupuncture in the human body and 42 core targets in the acupuncture treatment of PD were collected.
The GO enrichment analysis involved 43 items, and the KEGG analysis involved 7 pathways. Conclusion
Acupuncture may regulate the neurotransmitter level, synaptic function, and oxidative stress system via core targets like
TH, COMT, DRD2, and MAOB to treat PD.
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