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[Abstract] Objective To observe the effect of electroacupuncture on intestinal microbiota in functional dyspepsia
(FD) rats. Method Forty male SD rats were randomized into a blank group (10 rats) and a modeling group (30 rats).
Rats in the modeling group were prepared as FD models using a multi-factor combination method. Twenty
successful models were then randomly divided into a model group and an electroacupuncture group, each consisting
of 10 rats. The electroacupuncture group received acupuncture at Zusanli (ST36) and Taichong (LR3) with Zusanli
connected with the electroacupuncture device. The intervention lasted 14 d. Each group was observed for changes in the
rat’s body mass, gastric residual rate, and small intestine propulsion rate, and the 16STRNA sequencing technique was
used to analyze changes in the rat’s intestinal microbiota. Result Compared with the blank group, the rat’s body mass
grew more slowly, the gastric residual rate increased, and the intestine propulsion rate dropped in the model group; after
the intervention, the rat’s body mass increased, the gastric residual rate decreased, and the intestine propulsion

rate increased in the electroacupuncture group compared to the model group (P<<0.01). The Adonis, NMDS, and PCoA
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showed significant differences between the blank and model groups when comparing the rat’s intestinal microbiota
structural composition, and the intestinal microbiota structure changed in the model group rats. Chaol index and
Shannon index revealed that there were insignificant differences among the three groups in comparing the total number
of species, though significant differences existed between the model and blank groups in the diversity and uniformity
of intestinal microbiota, and the electroacupuncture group was closer to the blank group in comparing the diversity and
uniformity of intestinal microbiota. The fecal samples lacked Acidobacteria in the model group rats, while
electroacupuncture increased the relative abundance of Acidobacteria in FD rats, more approaching to that in the blank
group. Conclusion FD model rats have significant differences in the intestinal microbiota structure compared

to normal rats, and the intestinal microbiota structure and species composition have undergone changes in FD rats.

Electroacupuncture can regulate the gut microbiota structure in FD rats and improve their gastrointestinal motility.
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